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Currently designated Variants of Concern (VOCs)*:

WHO Pango GISAID Nextstrain | Additional | Earliest Date of designation
label lineage* | clade clade amino acid | documented

changes samples

monitored*

+S: 484K United Kingdom,
Alpha B.1.1.7 GRY 201 (V1) +S: 452R Sep-2020 18-Dec-2020
Beta B.1.351 | GH/S01Y.V2 | 20H (v2) | +s:L1ge | South Africa, 18-Dec-2020

May-2020
Gamma P.1 GR/501Y.V3 | 20J (V3) +S: 681H Brazil, Nov-2020 11-Jan-2021
21A, +S: 417N India, VOI: 4-Apr-2021
DelE B.1.617.2 | GMT8K.VL | 511515 | 45:484K | Oct-2020 VOC: 11-May-2020
: Multiple countries, | VUM:24-Nov-2021

Omicron* | B.1.1.529 | GR/484A 21K Nov-2021 VOC:26-Nov-2021

*see TAG-VE statement issued on 26 November 2021

*only found in a subset of sequences
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Delta Omicron
18 aa mutated residues in the Spike protein A% as il Fasiiuusin the SelkeBtataln
8 residues in >60% of available sequences 34 residues in >60% of available sequences
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The struchare of SARS.CoV-2 spike protes showing the atkve sile in orange and the resid l d dgainst difl | rate
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